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Abstract: The "Green and Blue Technologies Strategies in HORIZON 2020" has increased
the attention of scientific society on global utilization of renewable energy sources.
Agricultural residues can be a valuable source of energy because of drastically growing
human needs for food. The goal of this review is to show the current state of art on
utilization of wheat straw as a substrate for ethanol production. The specifics of wheat straw
composition and the chemical and thermodynamic properties of its components predetermined the application of unit operations and engineering strategies for hydrolysis of the
substrate and further its fermentation. Modeling of this two processes is crucially important
for optimal overall process development and scale up. The authors gave much attention on
main hydrolisis products as a glucose and xylose (C6 and C5 sugars, respectivelly) and on
the specifics of their metabolization by ethanol producing microorganisms. The microbial
physiology reacting on C6 and C5 sugars and mathematical aproaches describing these
phenomena are discussing, as well.
Keywords: Cellulosic biomass, Hydrolysis, Wheat straw, Ethanol, Modeling.

Current state of the art: Cellulose as renewable sources of energy
from biomass. Sources of energy from biomass-cellulose
Energy consumption has increased steadily over the last century as the world population has
grown and more countries have become industrialized. Crude oil has been the major resource
to meet the increased energy demand. Campbell and Laherrere [19] used several different
techniques to estimate the current known crude oil reserves and the reserves as yet
undiscovered and concluded that the decline in worldwide crude oil production will begin
before 2010. They also predicted that annual global oil production would decline from the
current 25 billion barrels to approximately 5 billion barrels in 2050. Because the eight great
economies (except Brazil) and many other nations depend on oil, the consequences of
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inadequate oil availability could be severe. Therefore, there is a great interest in exploring
alternative energy sources. Unlike fossil fuels, ethanol is a renewable energy source produced
through fermentation of sugars. Ethanol is widely used as a partial gasoline replacement
worldwide. Fuel ethanol that is produced from corn has been used in gasohol or oxygenated
fuels since the 1980s. These gasoline fuels contain up to 10% ethanol by volume. As a result,
the U.S. transportation sector now consumes about 4540 million liters of ethanol annually,
about 1% of the total consumption of gasoline. Recently, U.S. automobile manufacturers have
announced plans to produce significant numbers of flexible-fueled vehicles that can use an
ethanol blend – E85 (85% ethanol and 15% gasoline by volume) – alone or in combination
with gasoline. Using ethanol-blended fuel for automobiles can significantly reduce petroleum
use and exhaust greenhouse gas emission.
The Brazilian experience in the area is priceless and the research on ethanol production and
use as a fuel can be considered as the most advanced. Moreover, using ethanol as a fuel has
made Brazil independent from oil availability [100].
Ethanol is also a safer alternative to methyl tertiary butyl ether (MTBE), the most common
additive to gasoline used to provide cleaner combustion. MTBE is a toxic chemical compound
and has been found to contaminate groundwater. The U.S. Environmental Protection Agency
recently announced the beginning of regulatory action to eliminate MTBE in gasoline [16].
However, the cost of ethanol as an energy source is relatively high compared to fossil fuels.
A dramatic increase in ethanol production using the current corn starch-based technology
(or other biomass) may not be practical for small countries because corn production for
ethanol will compete for the limited agricultural land needed for food and feed production.
An alternative potential source for low-cost ethanol production is to utilize lignocellulosic
biomass (LCB) such as crop residues, grasses, sawdust, wood chips, and solid animal waste.
Extensive research has been completed on conversion of (LCB) to ethanol in the last two
decades [6, 21, 36, 38, 41-43, 59, 69, 70, 74, 79, 80, 91, 93, 96, 103, 108]. The conversion
includes two processes: hydrolysis of cellulose in the (LCB) to fermentable reducing sugars,
and fermentation of the sugars to ethanol. The hydrolysis is usually catalyzed by cellulase
enzymes, and the fermentation is carried out by yeasts or bacteria. The factors that have been
identified to affect the hydrolysis of cellulose include porosity (accessible surface area) of the
waste materials, cellulose fiber crystallinity, and lignin and hemicellulose content [2, 75].
The presence of lignin and hemicellulose makes the access of cellulase enzymes to cellulose
difficult, thus reducing the efficiency of the hydrolysis. The contents of cellulose,
hemicellulose, and lignin in common agricultural residues are listed in Table 1. Removal of
lignin and hemicellulose, reduction of cellulose crystallinity, and increase of porosity in
pretreatment processes can significantly improve the hydrolysis [2, 75]. The purpose of the
pretreatment is to remove lignin and hemicellulose, reduce cellulose crystallinity, and increase
the porosity of the materials. Pretreatment must meet the following requirements: (1) improve
the formation of sugars or the ability to subsequently form sugars by enzymatic hydrolysis;
(2) avoid the degradation or loss of carbohydrate; (3) avoid the formation of byproducts
inhibitory to the subsequent hydrolysis and fermentation processes; and (4) be cost-effective.
Physical, physical-chemical, chemical, and biological processes have been used for
pretreatment of (LCB) and will be summarized further.
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Table 1. The contents of cellulose, hemicellulose, and lignin
in common agricultural residues and wastes
Lignocellulosic materials
Cellullose, (%) Hemicellulose, (%)
Hardwoods stems
40-55
24-40
Softwood stems
45-50
25-35
Nut shells
25-30
25-30
Corn cobs
45
35
Grasses
25-40
35-50
Paper
85-99
0
Wheat straw
30
50
Sorted refuse
60
20
Leaves
15-20
80-85
Cotton seed hairs
80-95
5-20
Newspaper
40-55
25-40
Waste papers from
60-70
10-20
chemical pulps
Primary wastewater solids
8-15
n.a.
Swine waste
6.0
28
Solid cattle manure
1.6-4.7
1.4-3.3
Coastal Bermuda grass
25
35.7
Switch grass
45
31.4
*Source: Reshamwala et al., 1995 [87], n.a. – not available.

Lignin, (%)
18-25
25-35
30-40
15
10-30
0-15
15
20
0
0
18-30
5-10
24-29
n.a.
2.7-5.7
6.4
12.0

Chemical structure of lignocellulosic biomass-cellulose, hemicellulose, lignin
LCB has the potential to substantially reduce the ethanol production cost because it is less
expensive than corn and available at large quantities. Cellulosic feedstock includes
agricultural wastes (wheat straw, corn stover, rice straw, bagasse, grasses, etc.), forest
residues, and other low-value biomass such as municipal wastes. LCB are mainly composed
of cellulose, hemicellulose, lignin and other minor components such as ash and protein.
Cellulose is a linear polymer of anhydro D-glucose units connected by β-1,4 glycosidic
bonds. Native cellulose exists in the form of microfibrils, which are paracrystalline assemblies
of several dozen (1→4) β-D-glucan chains with hydrogen bonds connected to one another
[20]. The cellulose micro-fibrils are embedded in a matrix of non-cellulosic polysaccharides,
mainly hemicellulose and pectin substances.
Hemicellulose is a complex, heterogeneous mixture of sugars and sugar derivatives that form
a highly branched network [52]. The monomers that comprise hemicellulose are hexoses
(glucose, galactose, and mannose) and pentoses (arabinose and xylose). Some monomers are
acetylated. Hemicellulose can be classified into three groups, namely, xylans, mannans, and
galactans based on the polymer backbone that is very often homopolymeric with
β-1,4 linkage. Xylan is by far the most important component because of its large quantities in
the biomass. It was reported that grasses contain 20-40% of arabinoxylans, while the principal
hemicellulose in hardwood is glucomannan and methylglucuronoxylan [15].
Cellulosic materials also contain lignin, a three dimensional phenylpropane polymer with
phenylpropane units held together by ether and carbon-carbon bonds. When the plant matures
and the cell growth ceases, the middle lamella (the cement between the primary walls of
adjacent cells) and the secondary cell wall (inside of primary wall) have a large degree of

485

INT. J. BIOAUTOMATION, 2015, 19(4), 483-506

lignin. The lignin strengthens the cell structures by stiffening and holding the fibers of
polysaccharides together [37].
The structures of the lignocellulosic biomass, especially cellulose crystallinity, the heating of
hemicellulose, and the lignin barrier, make it more recalcitrant to enzymatic hydrolysis
compared to corn starch. Mechanical or chemical pretreatment is used to break down the
hemicellulose and lignin structures in order to improve the substrate digestibility.

Cellulose
Cellulose has been said to be the most abundant organic polymer on the earth, with annual
production of 4 × 1010 Mg [45]. It is found mainly in the secondary cell wall of plants, and is
the major structural component of higher plants [88]. Celluloses from all sources have the
same linear polysaccharides of D-glucopyranose units linked without branches. The straight
chains of cellulose rotate 180° every other β-1→4 glycosidic linkage, providing spatial sites
to form intermolecular hydrogen bonds (Fig. 1). Parallel cellulose chains are associated by
these hydrogen bonds and Van der Waals forces among molecules to produce threedimensional microfibrils, in which a regular and repeating crystalline structure is interspersed
by amorphous regions. The crystalline structure makes cellulose very water insoluble and
impermeable to water, so that the highly associated microfibrils can act as an outside matrix
to protect the inner environment of plant cells. This crystalline structure is one of the major
limitations for cell wall hydrolysis. A simplified graphical illustration of the cross-linking of
cellulose microfibrils and hemicellulose in the LCB can be found elsewhere [52].
The cellulose concentration of corn cobs has been reported in the range of 32.2-45.6% d.b.
[39, 104] and 33.5-38.4% d.b. for corn stalks [66]. When β-1→4 glycosidic linkages in this
cellulose are broken down by enzymatic hydrolysis or moderate acids, glucan and glucose are
released from the polysaccharide, which can be fermented into ethanol, lactic acid, or other
chemicals.

Hemicellulose
Hemicelluloses are a heterogeneous group of polysaccharides including four basic types:
D-xyloglucans, D-xylans, D-mannans, and D-galactans. In each type, two to six various
monomers are aggregated through β-1→4 and β-1→3 linkages in main chains and α-1→2, 3,
and 6 linkages in branches. The monomer subunits can include D-xylose, L-arabinose,
D-mannose, D-glucose, D-galactose and D-glucouronic acid. Hemicelluloses vary in subunits, compositions, polymer components, and concentrations from plant to plant and from
one plant part to others.
The hemicellulose concentration of corn stover has been reported as 35% d.b. [104], with
D-xylan as the major type [88]. The main chain structure of D-xylan is similar to that of
cellulose except that the monomer is xylose, which lacks a primary alcohol group at the C-5
site. Moreover, glucopyranosyl uronic acid units are linked to the main chain at every four or
five xylose residue through α-1→2 linkage. The absence of the primary alcohol group reduces
the chances of formation of intermolecular hydrogen bonds and microfibrils. Lacking
intermolecular hydrogen bonds among the polysaccharide chains, xylan does not form a
crystalline structure. Furthermore, uronic acids in the branches make xylan an acidic
polysaccharide. Thus, xylan is much more water soluble than cellulose and reactive to
chemical treatment. However, the heterogeneous monomers and linkages of hemicellulose
spatially hinder enzyme attachment, which reduces the effectiveness of hemicellulose during
hydrolysis. Utilization of hemicellulose monomers (xylose and arabinose) by genetically
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modified ethanol producing microorganisms is a crucial step in development of cost-effective
biomass-to-ethanol technologies.

Lignin
Lignin and associated phenolic acids, although present in relatively small concentrations, play
an important role in cell wall degradation. Unlignified or slightly lignified plant tissues can be
degraded much more easily than intensively lignified tissues [4]. The complicated
composition and structure of lignin greatly limits the complete understanding of lignin
synthesis and degradation. In terms of chemical composition, lignin is historically divided
into core lignin and non-core lignin. Core lignin includes the highly-condensed polymers
formed by dehydrogenative polymerization of the hydroxycinnamyl alcohols, p-coumaryl
alcohols, coniferyl alcohols, and sinapyl alcohols. Non-core lignin includes esterified or
etherified phenolic acids bound to core lignin or to non-cellulosic polysaccharides [78].
The chemical structure of lignin is also very complicated [90], as it is a three-dimensional
cross-linked aromatic polymer made up from phenylpropane units. No single established
structural scheme for lignin has been established thus far.
Lignin is mainly located in the middle lamella of the plant cell wall, cross-linked with
hemicellulose directly or through phenolic acids. It provides vascular plants with strength and
rigidity and helps the cell wall resist microbial attacks and enzymatic hydrolysis. Lignin
concentration differs considerably from plant to plant. Corn stover contains 10.00-14.67%
d.b. lignin [60, 62] while the lignin concentration of softwood stems range from 25-35% d.b.
[104]. Different parts of corn stover have different levels of lignin with 10.9% in husks [65],
6.6% in cobs, 11.8-20.8 % in node [18]. Furthermore, the lignin content also changes over
time, increasing with the maturity of plants during the harvest season [85]. Partial lignin
chemical bond structures can be found in the work of Sarkanen [90].
The complete knowledge about chemical structure of cellulose and hemicellulose help to
organize the complex research and development efforts to reach optimal and cost effective
ethanol industrial schemes.

The flowchart of biomass-to-ethanol conversion process
The structures of the lignocellulosic biomass, especially cellulose crystallinity, the sheathing
of hemicellulose, and the lignin barrier, make it more recalcitrant to enzymatic hydrolysis
compared to corn starch. The flowchart of biomass-to-ethanol conversion process is shown in
Fig. 1.

Fig. 1 Schematic overview of biomass-to-ethanol conversion process
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The cellulose-based bioethanol production includes the following steps: cellulose
pretreatment-chemical or enzymatic; cellulose saccharification; sugars fermentation and
product recovery. Further, these steps will be discussed in details and some modeling
approaches will be underlined.

Pretreatment
Physical or chemical pretreatment is used to break down the hemicellulose and lignin
structures in order to improve the substrate digestibility and these process operations are
crucial in the economic evaluation of the biomass-to ethanol technology. The most important
engineering solutions in the area can be summarized as follows: Physical pretreatment such as
– Mechanical comminuting [76]; Pyrolysis [61, 95] – Physical-chemical pretreatment such as
– Steam explosion (autohydrolysis) [46, 75, 117]; Ammonia fiber explosion (AFEX) [50, 106,
110]; CO2 explosion [25, 122] – Chemical pretreatment such as – Ozonolysis [109]; Acid
hydrolysis [75, 111]; Alkaline hydrolysis [37, 75]; Oxidative delignification [12]; Organosolv
process [107]; – Biological pretreatment [1].
Especially important is to analyze the structure, chemical composition and pretreatment
methods of wheat straw [105] as a renewable source of energy in production of ethanol
(see Fig. 2). Among the agricultural residues, wheat straw is the largest biomass feedstock in
Europe and the second largest in the world after rice straw [62]. About 21% of the world’s
food depends on the wheat crop and its global production needs to be increased to satisfy the
growing demand of human consumption [84]. Therefore, wheat straw is very challenging
alternative in energy production and could serve as a great potential renewable source for
production of ethanol in 21st century.

Hemicellulose hydrolysis and xylose utilization
Hemicellulose hydrolysis from biomass results in monomer pentose products such as xylose
and arabinose. Utilization of these sugars for ethanol production is a crucial step and a key for
development of modern cost-effective and competitive biomass-to-ethanol technology.
Many efforts have been made to genetically modified ethanol producing yeasts of
Saccharomyces cerevisiae to utilize simultaneously glucose and xylose avoiding glucose
catabolic repression.
Xylose utilization strategies have been examined in S. cerevisiae [68]. Other researchers
examined the xylose fermentation to ethanol using a recombinant strain of Pachysolen
tannophilus. Several metabolism pathways of this strain have been explored, and one of
which is illustrated below (Fig. 3). Xylose is first converted to xylulose, which is dissimilated
via the pentose-phosphate pathway after phosphorylation. Overall ethanol yield of 0.39 kg/kg
and a specific ethanol-production rate of 0.06 kg/kg/h were observed, which are comparable
to those of glucose fermentation. Xylitol is produced as a by-product with an overall yield of
0.14 kg/kg. The development of several engineered microorganisms is advancing rapidly
[29, 48, 120], and these are being considered for use in commercial processes.
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Fig. 2 The most common pretreatment methods used on wheat straw and their possible effects
(DP – degree of polymerization; WO – wet oxidation) [105]

Fig. 3 Metabolic pathway for alcoholic fermentation of xylose with a calculated redox balance
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A very useful review about the subject has been published recently [104] underlying the main
problems and achievements in genetic engineering constructing species utilizing xylose for
ethanol production.

Hydrolysis of cellulose modeling
Analysis of cellulose hydrolysis is especially important, because obtained information about
the process could be incorporated into models and can be used to predict the behavior of
multi-component cellulase enzyme systems. Comparison of such predictions to experimental
measurements is the most systematic and rigorous means available by which to test whether
understanding of cellulase components and their interactions is sufficient to explain a given
observation [121]. In addition, once a quantitative model is validated, it can be used to rapidly
formulate new hypotheses of significance in both fundamental and applied contexts.
The review paper gives detailed analysis of models applied to describe the hydrolysis of
cellulose by cellulases. Many models were tested based on different hypothesis, but the
review tried to systematize the knowledge in the field. As well, beneficiary will be to have in
mind a comprehensive review of enzymatic cellulose hydrolysis kinetic models by [37].
Example: Over the years several different mechanisms have been proposed for the actual
conversion of cellulose to glucose. The initial concept was put forward by Reese et al. [86],
and is known as the (C1-Cx) concept. They reported that the C1 component “activates”
cellulose chains and Cx enzymes carry out depolymerisation:
C

 glucosidase

C

x
1
Cellulose 
 reactive_cellulose 
cellobiose 
 glucose

The following assumptions were made to simplify the mathematical representation:
 The cellulase system (E) of endo-glucanase, cellobiohydrolase, and glycosidase is
considered as having a single combined catalytic function in the hydrolysis of cellulose to
produce reducing sugars represented as a single product (P). No attempt was made to
distinguish the differing functions of different cellulose enzyme components as they are
difficult to quantify and require incorporating excessive kinetic parameters in the model.
 The complex structure of the cellulosic material is simplified into a hydrolysable
region composed of exposed cellulose microfibrils (Sc) and a non-hydrolysable inert region
(Sx).
 Cellulase absorbed at the active cellulose and inert binding sites form E*Sc and E*Sx
complexes.
 Instead of using a total mass concentration, substrate concentration is based on surface
concentration of active cellulose which is accessible to enzymes for adsorption and
subsequent catalysis. This allows the consideration of the effect of substrate particle size and
cellulose quality of the substrate particles.
 New cellulose and inert substrate emerge from the inner region of substrate solids after
hydrolytic dissolution of the first layer of cellulose fibrils. The reaction interface moves
towards the inside of the substrate solids structure. The quality of the reaction interface
gradually decreases as the surface concentration of inert substrate increases and the
accessibility of the reaction interface to enzyme molecules becomes more restricted due to
increased internal diffusion resistance.
 The reducing sugars inhibit the enzyme in a reversible and competitive manner,
forming complex EP.
 Enzyme deactivation by factors other than product inhibition is related to shear field
residence time.
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Based on these assumptions, the heterogeneous enzymatic cellulose hydrolysis can be
represented by the following reaction scheme:
ksc1

E  Sc  E * Sc
ksc 2

p
E * Sc 
E  P

k

ksx1

E  Sx  E * Sx
ksx 2

kep1

E  PE*P
kep 2

In this representation, ksc1 and ksc2 are the primary rate constants for the reversible formation
of active E*Sc intermediate, ksx1 and ksx2 are the primary rate constants for the reversible
formation of non-productive E*Sx complex, kp is the rate constant of product formation, and
kep1 and kep2 are the forward and reverse reaction rate constants for the formation of the
enzyme-product complex.
According to the proposed reaction scheme in a closed system, the dynamic changes of
concentrations and the reaction intermediates can be expressed by first-order differential
equations:

dCE*Sc

 ksc1CE CSc  ksc 2CE*Sc  k pCE*Sc

(1)

 ksx1CE CSx  ksx 2CE*Sx
dt
dCE*P
 kep1CE CP  kep 2CE*P
dt
dCP
 k p C E *S c
dt
dCSc
dCP
 ksc 2CE*Sc  ksc1CE CSc   1  S x
dt
dt
dCSx
dCP
 ksx 2CE*Sx  ksx1CE CSx  Sx
dt
dt
CE  CE 0  CE*Sc  CE*Sx  CE*P

(2)

dt
dCE*Sx



S 
x

CS x
CS x  C S c



(3)
(4)



(5)
(6)
(7)

CS x

(8)

CS 0

where CE, CSc , CS x , and CP represent concentrations of free enzymes, digestible cellulose,
inert and product, respectively; CE*Sc , CE*Sx , and CE*P represent the intermediates reaction
complexes;  S x – corresponds to a non-reacting cellulose fraction; the third term of the righthand side of Eq. (5) and Eq. (6): the rate of emergence of new cellulose and inert,
respectively, at the reaction interface; σ – accessibility coefficient of newly exposed substrate.
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The system can be solved for the following initial conditions:

CE*Sc  0   0 , CE*Sx  0   0 , CE*P  0   0 , CP  0   0 ,

(9)

CSc  0   CSc 0 , CSx  0   CSx 0

(10)

The simulation results and dynamic profiles of Sc, Sx and P are shown in Fig. 4.

(a)
(b)
(c)
Fig. 4 Simulations of Gan et al. [40] model with S0 = 190,  S x = 0.1:
(a) hydrolysable cellulose concentration; (b) non-hydrolysable cellulose concentration;
(c) glucose concentration.
The adapted values of primary rate constants in simulations are presented in Table 2.
Table 2. Adapted values of primary rate constants
Rate constant

Value

Reference

k sc1
ksc 2
k sx1
ksx 2
kp
kep1
kep 2

0.20
0.05
0.02
0.002
9.05
0.1
0.03

Ryu et al., 1982 [89]
Howell and Mangat, 1978 [53]
Ryu et al., 1982 [89]
Ryu et al., 1982 [89]
Howell and Mangat, 1978 [53]
Mangat, 1977 [73]
n.a.

Analyzing the structure of cellulose and hemicelluloses and their content in used raw
materials for ethanol production several conclusions can be made:
1. The pretreatment processes can be carefully chosen based on the specificity of
lignocellulosic materials (LCM).
2. In case of wheat straw, the hydrolysis process should be chosen to minimize toxic
compounds for ethanol producing bacteria.
3. In case of wheat straw, present of high C5 sugars required engineering solutions of
two steps fermentation process or utilization of genetically modified strains capable to
utilized C6 and C5 sugars simultaneously. Construction of simultaneous
saccharification and fermentation (SSF) of LCM should take into account this key
phenomenon.
4. Modeling the hydrolysis process of wheat straw should take into account the key state
parameters of the process for the given pretreatment method.
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5. Further, the model can be incorporated into the complex model of SSF of wheat straw
to ethanol.

Enzymes and genetically modified microorganisms involved in cellulose
hydrolysis-last achievements in the field
Based on the cellulose structure a generalized step-by-step scheme of cellulose hydrolysis can
be completed as follows (see Fig. 5).

Fig. 5 Generalized scheme for cellulolysis
Enzymatic hydrolysis of cellulose is carried out by cellulases which are highly specific [10].
The products of the hydrolysis are usually reducing sugars including glucose. Utility cost of
enzymatic hydrolysis is low compared to acid or alkaline hydrolysis because enzyme
hydrolysis is usually conducted at mild conditions (pH 4.8 and temperature 45-50 oC) and
does not have a corrosion problem [34]. Both bacteria and fungi can produce cellulases for the
hydrolysis of lignocellulosic materials. These microorganisms can be aerobic or anaerobic,
mesophilic or thermophilic. Bacteria belonging to Clostridium, Cellulomonas, Bacillus,
Thermomonospora, Ruminococcus, Bacteriodes, Erwinia, Acetovibrio, Microbispora, and
Streptomyces can produce cellulases [11]. Cellulomonas fimi and Thermomonospora fusca
have been extensively studied for cellulase production. Although many cellulolytic bacteria,
particularly the cellulolytic anaerobes such as Clostridium thermocellum and Bacteroides
cellulosolvens produce cellulases with high specific activity, they do not produce high enzyme
titres [34]. Because the anaerobes have a very low growth rate and require anaerobic growth
conditions, most research for commercial cellulase production has focused on fungi [34].
Fungi that have been reported to produce cellulases include Sclerotium rolfsii,
P. chrysosporium and species of Trichoderma, Aspergillus, Schizophyllum and Penicillium
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[34, 37, 101]. Of all these fungal genera, Trichoderma has been most extensively studied for
cellulase production [101].
Cellulases are usually a mixture of several enzymes. At least three major groups of cellulases
are involved in the hydrolysis process (see Fig. 5): (1) endoglucanase (EG, endo- 1,4-Dglucanohydrolase, or EC 3.2.1.4.) which attacks regions of low crystallinity in the cellulose
fiber, creating free chain-ends; (2) exoglucanase or cellobiohydrolase (CBH, 1,4-b-D-glucan
cellobiohydrolase, or EC 3.2.1.91.) which degrades the molecule further by removing
cellobiose units from the free chain-ends; (3) beta-glucosidase (EC 3.2.1.21) which
hydrolyzes cellobiose to produce glucose [23]. In addition to the three major groups of
cellulase enzymes, there are also a number of ancillary enzymes that attack hemicellulose,
such as glucuronidase, acetylesterase, xylanase, b-xylosidase, galactomannanase and
glucomannanase [34]. During the enzymatic hydrolysis, cellulose is degraded by the
cellulases to reducing sugars that can be fermented by yeasts or bacteria to ethanol.

Fermentative microorganisms
One of the major technical obstacles to commercialization of a process for converting
lignocellulose to ethanol is strain development. Traditional microorganisms used for ethanol
fermentation (e.g., S. cerevisiae and Z. mobilis) do not metabolize pentoses. Consequently,
considerable effort has been expended over the past 20 years searching for pentosefermenting organisms, especially those able to ferment xylose, the dominant hemicellulose
sugar in many hydrolyzates [35]. A number of bacteria, yeasts, and fungi are able to ferment
xylose (Fig. 3). Bacteria generally accomplish conversion of xylose to xylulose in one step
with a xylose isomerase, while yeasts use a xylose reductase to reduce xylose to xylitol and a
xylitol dehydrogenase to convert xylitol to xylulose [99]. While many bacteria can ferment
xylose and a large variety of other carbohydrates, these microorganisms produce a mixture of
fermentative products. Therefore, selectivity for ethanol and yields obtained using these
bacteria are much lower than those obtained with yeast, fungi, or Z. mobilis.
Because yeasts produce superior ethanol yields, efforts were directed toward discovering
natural xylose fermenting yeasts in the late 1970s. We were the first to discover yeast
(Pachysolen tannophilus) that fermented xylose well and filed a patent application April 28,
1981 [14]. Subsequently, Pichia stipitis and Candida shehatae were discovered, and all three
yeasts received considerable attention [26, 27, 33, 47, 57, 58, 72, 81, 94, 98]. The ethanol
yields of D-xylose fermentations by these yeasts are lower than those for hexose
fermentations, with the major difference between hexose and pentose metabolism being that
all pentoses have to be shuttled through the pentose phosphate pathway [97]. Other problems
include low ethanol productivity, sensitivity to low concentrations of inhibitors commonly
found in hydrolysates (i.e., acetate), an inability to grow without oxygen, and a relatively low
ethanol tolerance. Also, some of these yeast strains will, if the oxygen tension is below their
fermentation optimum, produce significant amounts of xylitol. If the oxygen tension is too
high, all these yeasts will metabolize ethanol. A variety of efforts have been applied to
improve their fermentation performance. Novel bioreactor designs with cell recycle have been
used to improve ethanol productivity, and adaptation techniques have been applied to increase
tolerance to inhibitors. In addition, these yeasts do not have the ability to ferment arabinose,
a major component (11%) of corn fiber. We have conducted an extensive yeast screening
(117 strains) to identify those capable of fermenting arabinose [28]. Four yeast species
(Candida aunngiensis, Candida succiphila, Ambrosiozyma monospora, and Candida sp.
(YB-2248)) were determined to ferment arabinose, but unfortunately, maximum ethanol
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production was 4.1 g/L. Consequently, there is significant impetus to continue to develop
microorganisms that ferment D-glucose, D-xylose, and L-arabinose to ethanol.
Much of the more recent work to improve fermentation of multiple substrates has been in the
development of genetically engineered microorganisms. Two fundamental molecular
approaches have evolved for the development of superior ethanologenic microorganisms that
can ferment pentose and hexose sugars. The first approach is to genetically engineer the
ability to use multiple substrates in microorganisms (such as S. cerevisiae and Z. mobilis) that
normally make ethanol. The second approach is to genetically engineer enhanced ethanol
production in microorganisms (such as Escherichia coli, Klebsiella oxytoca, and Erwinia
species) that naturally use multiple substrates.
The first approach is illustrated by the research at the National Renewable Energy Laboratory.
Zhang et al. [120] have produced a functional xylose metabolic pathway through the
introduction of genes encoding xylose isomerase, xylulokinase, transaldolase, and
transketolase. This pentose metabolism pathway converts xylose to central intermediates of
the Enter-Doudoroff pathway and enables Zymomonas to ferment xylose to ethanol.
The xylose-utilizing recombinant (Zymomonas mobilis CP4 (pZB5)) grew on xylose (25 g/L)
as the sole carbon source at a specific growth rate of 0.057 1/h and produced ethanol at 86%
of the theoretical yield based on xylose consumed. The strain fermented a mixture of xylose
and glucose (25 g/L each) to ethanol at 95% of theoretical yield within 30 h. Xylose was
utilized much more slowly than glucose. Subsequently, Zhang et al. [120] developed
L-arabinose fermenting strain. Five genes encoding L-arabinose isomerase, L-ribulokinase,
L-ribulose-5-phosphate-4-epimerase, transaldolase, and transketolase were cloned from
E. coli and introduced into Z. mobilis under the control of constitutive promoters.
The resultant strain (ATCC 39676 (pZB186)) grew on medium containing arabinose 25 g/L
as the sole carbon source, producing ethanol at 98% of the theoretical yield based on
arabinose consumed. However, a significant amount of arabinose remained. In the presence of
glucose and arabinose (both 25 g/L), the overall ethanol yield (based on sugars supplied) was
84% of theoretical, due to incomplete utilization of arabinose. Arabinose was used at a much
slower rate than glucose, and only after glucose was nearly depleted.
More recently, Chou et al. [22] and Zhang et al. [119] reported the construction of a single
strain of Z. mobilis capable of fermenting both xylose and arabinose. The strain contains
seven plasmid-borne genes encoding xylose- and arabinose-metabolizing and pentose
phosphate pathway enzymes. A mixture of glucose (30 g/L), xylose (30 g/L), and arabinose
(20 g/L) was fermented to ethanol at an overall yield of 82-84% of the theoretical (based on
sugar supplied). The consumption of arabinose was slow compared to that of glucose and
xylose, accounting for the long fermentation time (80-100 h at 30 °C).
Advances in the genetics of engineered yeasts for pentose fermentation, particularly
S. cerevisiae, are most attractive to the corn processing industry because of their familiarity
and experience with yeast fermentations and the potential robustness of the organisms.
Stevis and Ho [102], Gong et al. [44], Sarthy et al. [92], Amore et al. [3], Moes et al. [77], and
Walfridsson et al. [112] have introduced bacterial xylose isomerase genes into S. cerevisiae,
which does not normally metabolize xylose. This approach for producing a Saccharomyces
capable of converting xylose to ethanol has met with limited success because of the following
possibilities [35]: differences in internal pH between bacteria and yeasts; incorrect folding of
the enzyme; and unsuitable post-translational modifications. Whatever the cause, overall
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ethanol yields have been low, and further developments will be required for this approach to
reach commercial reality.
Most recently, Ho and Tsao [49] and Ho et al. [48] constructed recombinant Saccharomyces
strains containing plasmid-borne xylose reductase and xylitol dehydrogenase genes from
P. stipitis and extra copies of the S. cerevisiae xylulokinase gene. Strain 1400 (pLNH32) was
able to ferment xylose (80 g/L) as the sole carbon source to produce ethanol (27 g/L) (66% of
theoretical yield based on sugar supplied). From a synthetic carbohydrate mixture containing
glucose (31 g/L), xylose (15 g/L), arabinose (10 g/L), and galactose (2 g/L), the recombinant
strain produced ethanol (22 g/L) in 24 h, an overall yield of 90% (based on sugar supplied,
arabinose excluded). As expected, arabinose was not fermented to ethanol, although a portion
was converted to arabitol. Additional genetic efforts will be necessary for yeast to ferment
arabinose produced in the hydrolysis of corn fiber.
Applying the second molecular approach, Dr. Lonnie Ingram and colleagues [8, 17, 31, 32,
54-56, 83, 115] have developed a series of recombinant E. coli and K. oxytoca strains for the
efficient fermentation of pentose and hexose sugars to ethanol. The alcohol dehydrogenase
(adhB) and pyruvate decarboxylase (pdc) genes from Z. mobilis were cloned under the control
of a single promoter to form the pet (production of ethanol) operon [55]. The pet operon was
introduced into the chromosome of these bacteria, and expression of the pet genes resulted in
high production of ethanol with good selectivity [83, 115]. Excellent conversion of sugars
(glucose, xylose, and arabinose) to ethanol has been reported for model fermentation broths
[9, 13] and for hemicellulose hydrolyzates [7, 67].

Bioconversion of cellulose – comparison between two-step
biomass-to-ethanol process and SSF of cellulose to ethanol
Compared to the two-stage hydrolysis-fermentation process, SSF has the following
advantages: (1) increase of hydrolysis rate by conversion of sugars that inhibit the cellulase
activity; (2) lower enzyme requirement; (3) higher product yields; (4) lower requirements for
sterile conditions since glucose is removed immediately and ethanol is produced; (5) shorter
process time; and (6) less reactor volume because a single reactor is used. However, ethanol
may also exhibit inhibition to the cellulase activity in the SSF process. Wu and Lee [118]
found that cellulase lost 9%, 36% and 64% of its original activity at ethanol concentrations of
9, 35 and 60 g/L, respectively, at 38 °C during SSF process. The disadvantages which need to
be considered for SSF include: (1) incompatible temperature of hydrolysis and fermentation;
(2) ethanol tolerance of microbes; and (3) inhibition of enzymes by ethanol.
A new model for SSF of starch to ethanol was developed by Kroumov et al. [64].
A very detailed analysis of processes on molecular and population levels was performed.
The approaches in system analysis, modeling and parameters identification can be
successfully for SSF of materials giving glucose and other sugars for ethanol production.

Research and development future prospects
The U.S. fuel ethanol industry produced more than 6.2 billion liters of ethanol in 2000, and is
planned to produce about 14.4 billion gallons in 2014 and to 15 billion gallons in 2015 most
of which was produced from corn [5, 71, 73]. However, an increase of ethanol production
from corn will compete for the limited land against corn based food and feed production.
On the other hand, there is a huge amount of low-value or waste LCB that are currently
burned or wasted. Utilization of LCB can replace the equivalent of 40% of the gasoline in the
U.S. market [113]. Using LCB such as agricultural residues, grasses, forestry wastes and other
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low-cost biomass can significantly reduce the cost of raw materials (compared to corn) for
ethanol production. A reduction of the cost of ethanol production can be achieved by reducing
the cost of either the raw materials or the cellulase enzymes. It was predicted that the use of
genetically engineered raw materials with higher carbohydrate content combined with the
improvement of conversion technology could reduce the cost of ethanol by $0.11 per liter
over the next ten years or to reduce costs for enzymes from $1 per gallon up to $0.1 dollars
[82, 116]. Reducing the cost of cellulase enzyme production is a key issue in the enzymatic
hydrolysis of LCB. Genetic techniques have been used to clone the cellulase coding
sequences into bacteria, yeasts, fungi and plants to create new cellulase production systems
with possible improvement of enzyme production and activity. Wood et al. [114] reported the
expression of recombinant endoglucanase genes from Erwinia chrysanthemi P86021 in
E. coli KO11 and the recombinant system produced 3,200 IU endoglucanase/l fermentation
broth (IU, international unit, defined as a micromole of reducing sugars released per minute
using carboxymethyl cellulose as substrate). The thermostable endoglucanase E1 from
Acidothermus cellulolyticus was expressed in Arabidopsis thaliana leaves [123], potato [24],
and tobacco [51]. Using genetically engineered microorganisms that can convert xylose
and/or pentose to ethanol can greatly improve ethanol production efficiency and reduce the
cost of the production. The constructed operons encoding xylose assimilation and pentose
phosphate pathway enzymes were transformed into the bacterium Z. mobilis for the effective
fermentation of xylose to produce ethanol [120]. The recombinant strain of E. coli with the
genes from Z. mobilis for the conversion of pyruvate into ethanol has been reported in 2000
by Dien et al. [29]. The recombinant plasmids with xylose reductase and xylitol
dehydrogenase genes from P. stipitis and xylulokinase gene from S. cerevisiae have been
transformed into Saccharomyce spp. for the co-fermentation of glucose and xylose [49].
Although bioethanol production has been greatly improved by new technologies, there are
still challenges that need further investigations. These challenges include maintaining a stable
performance of the genetically engineered yeasts in commercial scale fermentation operations
[30], developing more efficient pretreatment technologies for LCB, and integrating the
optimal components into economic ethanol production systems.
Kroumov [63] has developed a model describing effects of catabolic repression mechanism
when two substrates were involved in ethanol production process. The model clearly showed
that simultaneous, sequential and separate utilization of the substrates was possible depending
on the ratio of sugars' concentrations. Similar approach can be used to describe SSF of wheat
straw and consequent utilization of pentose and hexose to ethanol.

Conclusions
The main conclusion of the above analysis of ethanol production process on LCB and
especially on wheat straw as renewable source of biomass is that simultaneous utilization of
C5 and C6 sugars to ethanol remains the key problem. Especially, beneficiary will be
application of models taking into account catabolic repression mechanism which is involved
when these two substrates are present in the cultural broth.

Acknowledgements
The authors are grateful to the National Science Fund of Bulgaria which sponsored this work
under the grand NSF-E02/16, 2014-2016.

497

INT. J. BIOAUTOMATION, 2015, 19(4), 483-506

References
1.

2.

3.

4.

5.
6.
7.

8.

9.

10.
11.

12.

13.

14.

15.

16.

Akin D. E., L. L. Rigsby, A. Sethuraman, W. H. Morrison, G. R. Gamble,
K. E. Eriksson (1995). Alterations in structure, chemistry, and biodegradability of grass
lignocellulose treated with the white rot fungi Ceriporiopsis subvermispora and
Cyathus stercoreus, Applied and Environmental Microbiology, 61(4), 1591-1598.
Alvira P., E. Tomás-Pejó, M. Ballesteros, M. J. Negro (2010). Pretreatment
technologies for an efficient bioethanol production process based on enzymatic
hydrolysis: a review, Bioresource Technology, 101(13), 4851-4861.
Amore R., M. Wilhelm, C. Hollenberg (1989). The fermentation of xylose – analysis of
the expression of Bacillus and Actinoplanes xylose isomerase genes in yeast, Applied
Microbiology and Biotechnology, 30(4), 351-357.
Asian A., M. Okamoto, T. Yoshilhira, K. Ataku, N. Narasaki (1997). Effect of ensiling
with acremonium cellulase, lactic acid bacterial and formic acid on tissue structure of
timothy and alfalfa, Asian-Australasian Journal of Animal Sciences, 10(6), 593-598.
Babcock B. A., S. Pouliot (2014). Feasibility and Cost of Increasing U.S. Ethanol
Consumption Beyond E10, CARD Policy Briefs, Vol. paper 7, 17.
Balat M., H. Balat (2009). Recent trends in global production and utilization of
bio-ethanol fuel, Applied Energy, 86(11), 2273-2282.
Barbosa M. d. F. S., L. O. Ingram (1994). Expression of the Zymomonas mobilis alcohol
dehydrogenase II (adhB) and pyruvate decarboxylase (pdc) genes in Bacillus, Current
Microbiology, 28(5), 279-282.
Barbosa M. F., M. J. Beck, J. E. Fein, D. Potts, L. O. Ingram (1992). Efficient
fermentation of Pinus sp. acid hydrolysates by an ethanologenic strain of Escherichia
coli, Applied and Environmental Microbiology, 58(4), 1382-1384.
Beall D. S., K. Ohta, L. O. Ingram (1991). Parametric studies of ethanol production
form xylose and other sugars by recombinant Escherichia coli, Biotechnology and
Bioengineering, 38(3), 296-303.
Beguin P., J.-P. Aubert (1994). The biological degradation of cellulose,
FEMS Microbiology Reviews, 13(1), 25-58.
Bisaria V. S. (1991). Bioprocessing of agro-residues to glucose and chemicals.
Bioconversion of Waste Materials to Industrial Products, (Martin A. M., Ed.), Elsevier,
London, 210-213.
Bjerre A. B., A. B. Olesen, T. Fernqvist, A. Ploger, A. S. Schmidt (1996). Pretreatment
of wheat straw using combined wet oxidation and alkaline hydrolysis resulting in
convertible cellulose and hemicellulose, Biotechnology and Bioengineering, 49(5),
568-577.
Bothast R., B. Saha, A. V. Flosenzier, L. Ingram (1994). Fermentation of L-arabinose,
D-xylose and D-glucose by ethanologenic recombinant Klebsiella oxytoca strain P2,
Biotechnology Letters, 16(4), 401-406.
Bothast R. J., C. P. Kurtzman, J. E. Vancauwenberg (1983). Conversion of D-xylose to
ethanol by the yeast Pachysolen tannophilus, Patent, PCT/US1982/000548,
EP19820901765, EP0077394 A1, Bothast R. J., C. P. Kurtzman, J. E. Vancauwenberg,
USA.
Brigham J. S., W. S. Adney, M. E. Himmel (1996). Hemicellulases: diversity and
applications, Handbook on Bioethanol: Production and Utilization, (Wyman C. E., Ed.),
Taylor & Francis, Washington, DC, 119-141.
Browner C. (2000). Remarks as prepared for delivery to press conference on March 20,
2000, http://www.epa.gov/otaq/consumer/fuels/mtbe/press34b.pdf.

498

INT. J. BIOAUTOMATION, 2015, 19(4), 483-506

17.

18.

19.
20.

21.
22.

23.

24.

25.

26.

27.
28.
29.

30.

31.

32.

33.

34.

Burchhardt G., L. O. Ingram (1992). Conversion of xylan to ethanol by ethanologenic
strains of Escherichia coli and Klebsiella oxytoca, Applied and Environmental
Microbiology, 58(4), 1128-1133.
Buxton D., D. Redfearn, H. Jung, D. Mertens (1996). Improving forage quality related
characteristics of corn, Proceedings of U.S. Dairy Forage Research Center
Informational Conference with Dairy and Forage Industries, 23-27.
Campbell C. J., H. Laherrere (1998). The end of cheap oil, Scientific American, 3,
78-83.
Carpita N., M. McCann (2000). The cell wall. Biochemistry & Molecular Biology of
Plants, (Buchanan B. B., W. Gruissem, R. L. Jones, Eds.), American Society of Plant
Physiologists, Rockville, MD, 61.
Cherubini F., S. Ulgiati (2010). Crop residues as raw materials for biorefinery systems –
a case study, Applied Energy, 87(1), 47-57.
Chou Y.-C., M. Zhang, A. Mohagheghi, K. Evans, M. Finkelstein (1997). Construction
and evaluation of a xylose/arabinose fermenting strain of Zymomonas mobilis, 19th
Symposium on Biotechnology Fuels, Colorado Springs.
Coughlan M. P., L. G. Ljungdahl (1988). Comparative biochemistry of fungal and
bacterial cellulolytic enzyme system. Biochemistry and Genetics of Cellulose
Degradation, (Aubert J.-P., P. Beguin, J. Millet, Eds.), Academic Press, Elsevier, 11-30.
Dai Z., B. Hooker, D. Anderson, S. Thomas (2000). Improved plant-based production
of E1 endoglucanase using potato: expression optimization and tissue targeting,
Molecular Breeding, 6(3), 277-285.
Dale B. E., M. J. Moreira (1982). Freeze-explosion technique for increasing cellulose
hydrolysis, Biotechnology and Bioengineering Symposium, Colorado State University,
Fort Collins, United States, CONF 820580.
Delgenes J. P., R. Moletta, J. M. Navarro (1988). Fermentation of D-xylose, D-glucose
andl-arabinose mixture by Pichia stipitis Y 7124: sugar tolerance, Applied
Microbiology and Biotechnology, 29(2-3), 155-161.
Deverell K. F. (1983). Ethanol production from wood hydrolysates using Pachysolen
tannophilus, Biotechnology Letters, 5(7), 475-480.
Dien B. S., C. P. Kurtzman, B. C. Saha, R. J. Bothast (1996). Screening for L-arabinose
fermenting yeasts, Applied Biochemistry and Biotechnology, 57-58, 233-242.
Dien B. S., N. N. Nichols, P. J. O'Bryan, R. J. Bothast (2000). Development of new
ethanologenic Escherichia coli strains for fermentation of lignocellulosic biomass,
Applied Biochemistry and Biotechnology, 84-86, 181-196.
DiPardo J. (2000) Outlook for biomass ethanol production, (Ed. by administration
U.S.A. i.). EIA – Independant statistics and analysis, http://www.eia.doe.gov/oiaf/
analysispaper/biomass.html, Washington, DC.
Doran J. B., H. C. Aldrich, L. O. Ingram (1994). Saccharification and fermentation of
Sugar Cane bagasse by Klebsiella oxytoca P2 containing chromosomally integrated
genes encoding the Zymomonas mobilis ethanol pathway, Biotechnology and
Bioengineering, 44(2), 240-247.
Doran J. B., L. O. Ingram (1993). Fermentation of crystalline cellulose to ethanol by
Klebsiella oxytoca containing chromosomally integrated Zymomonas mobilis genes,
Biotechnology Progress, 9(5), 533-538.
du Preez J. C., M. Bosch, B. A. Prior (1986). The fermentation of hexose and pentose
sugars by Candida shehatae and Pichia stipitis, Applied Microbiology and
Biotechnology, 23(3-4), 228-233.
Duff S. J. B., W. D. Murray (1996). Bioconversion of forest products industry waste
cellulosics to fuel ethanol: a review, Bioresource Technology, 55 (1), 1-33.

499

INT. J. BIOAUTOMATION, 2015, 19(4), 483-506

35.

36.

37.
38.
39.
40.

41.
42.
43.

44.

45.
46.

47.

48.

49.

50.
51.

52.
53.

Dumsday G. J., K. Jones, G. A. Stanley, N. B. Pamment (1997). Recombinant
organisms for ethanol production from hemicellulosic hydrolyzates – a review of recent
progress, Australasian Biotechnology, 7 (4), 285-295
Ekman A., O. Wallberg, E. Joelsson, P. Börjesson (2013). Possibilities for sustainable
biorefineries based on agricultural residues – case study of potential straw-based ethanol
production in Sweden, Applied Energy, 102, 299-308.
Fan L.-T., M. M. Gharpuray, Y.-H. Lee (1987). Cellulose hydrolysis, Springer,
Berlin/Heidelberg.
Fang X., Y. Shen, J. Zhao, X. Bao, Y. Qu (2010). Status and prospect of lignocellulosic
bioethanol production in China, Bioresour Technol, 101 (13), 4814-4819.
Foley K. M. (1978). Chemical properties, physical properties and uses of the Andersons'
corncob products, The Andersons, Cob Division, Processing Group.
Gan Q., S. J. Allen, G. Taylor (2003). Kinetic dynamics in heterogeneous enzymatic
hydrolysis of cellulose: an overview, an experimental study and mathematical
modelling, Process Biochemistry, 38 (7), 1003-1018.
Gnansounou E. (2010). Production and use of lignocellulosic bioethanol in Europe:
current situation and perspectives, Bioresource Technology, 101 (13), 4842-4850.
Gnansounou E., A. Dauriat (2010). Techno-economic analysis of lignocellulosic
ethanol: a review, Bioresource Technology, 101 (13), 4980-4991.
Goh C. S., K. T. Tan, K. T. Lee, S. Bhatia (2010). Bio-ethanol from lignocellulose:
status, perspectives and challenges in Malaysia, Bioresource Technology, 101 (13),
4834-4841.
Gong C.-S., L.-F. Chen, M. C. Flickinger, L.-C. Chiang, G. T. Tsao (1981). Production
of ethanol from D-xylose by using D-xylose isomerase and yeasts, Applied and
Environmental Microbiology, 41 (2), 430-436.
Goyal A., B. Ghosh, D. Eveleigh (1991). Characteristics of fungal cellulases,
Bioresource Technology, 36 (1), 37-50.
Grous W. R., A. O. Converse, H. E. Grethlein (1986). Effect of steam explosion
pretreatment on pore size and enzymatic hydrolysis of poplar, Enzyme and Microbial
Technology, 8 (5), 274-280.
Hahn-Hägerdal B., H. Jeppsson, L. Olsson, A. Mohagheghi (1994). An interlaboratory
comparison of the performance of ethanol-producing micro-organisms in a xylose-rich
acid hydroysate, Applied Microbiology and Biotechnology, 41 (1), 62-72.
Ho N. W., Z. Chen, A. P. Brainard (1998). Genetically engineered Saccharomyces yeast
capable of effective cofermentation of glucose and xylose, Applied and Environmental
Microbiology, 64 (5), 1852-1859.
Ho N. W. Y., G. T. Tsao (1998). Recombinant yeasts for effective fermentation of
glucose and xylose, Patent U.S. 5789210 A, U.S. 08/148,581, CA2176038A1,
Foundation P. R.
Holtzapple M., J.-H. Jun, G. Ashok, S. Patibandla, B. Dale (1991). The ammonia freeze
explosion (AFEX) process, Applied Biochemistry and Biotechnology, 28-29 (1), 59-74.
Hooker B. S., Dai, Z., D. B. Anderson, R. D. Quesenberry, M. F. Ruth, S. R. Thomas
(2001). Production of microbial cellulases in transgenic crop plants. Glycosyl
hydrolases for biomass conversion, (Himmel M. E., J.O. Baker, J.N. Saddler, Eds.),
American Chemical Society, Washington, DC, 55-90.
Hopkins W. G., N. P. A. Hüner (eds.) (2009) Introduction to plant physiology, Wiley.
Howell J. A., M. Mangat (1978). Enzyme deactivation during cellulose hydrolysis,
Biotechnology and Bioengineering, 20 (6), 847-863.

500

INT. J. BIOAUTOMATION, 2015, 19(4), 483-506

54.

55.

56.

57.

58.
59.

60.
61.
62.
63.

64.

65.

66.
67.

68.

69.
70.
71.
72.

Ingram L. O., T. Conway (1988). Expression of different levels of ethanologenic
enzymes from Zymomonas mobilis in recombinant strains of Escherichia coli, Applied
and Environmental Microbiology, 54 (2), 397-404.
Ingram L. O., T. Conway, D. P. Clark, G. W. Sewell, J. F. Preston (1987). Genetic
engineering of ethanol production in Escherichia coli, Applied and Environmental
Microbiology, 53 (10), 2420-2425.
Ingram L. O., C. K. Eddy, K. F. Mackenzie, T. Conway, F. Alterthum (1989). Genetics
of Zymomonas mobilis and ethanol production, Developments in industrial
microbiology, 30, 53-69.
Jeffries T. W., N. Q. Shi, J. Cho, P. Lu, B. Davis (1998). Regulated expression of
fermentative and respirative genes in Pichia stipitis for improved ethanol production,
SIM Annu Meet, S67.
Jeffries T. W., H. K. Sreenath (1988). Fermentation of hemicellulosic sugars and sugar
mixtures by Candida shehatae, Biotechnology and Bioengineering, 31 (5), 502-506.
John R. P., G. S. Anisha, K. M. Nampoothiri, A. Pandey (2011). Micro and macroalgal
biomass: a renewable source for bioethanol, Bioresource Technology, 102 (1),
186-193.
Kaar W. E., M. T. Holtzapple (2000). Using lime pretreatment to facilitate the enzymic
hydrolysis of corn stover, Biomass and Bioenergy, 18 (3), 189-199.
Kilzer F. J., A. Broido (1965). Speculations on the nature of cellulose pyrolysis,
Pyrodynamics, 2, 151-163.
Kim S., B. E. Dale (2004). Global potential bioethanol production from wasted crops
and crop residues, Biomass and Bioenergy, 26 (4), 361-375.
Kroumov A. D. (2002). Model of R. albus growth on cellobiose-xylose mixture, Tenth
Congress of the Bulgarian Microbiologists with International Participation, Plovdiv,
Sofia, 81.
Kroumov A. D., A. N. Módenes, M. C. d. A. Tait (2006). Development of new
unstructured model for simultaneous saccharification and fermentation of starch to
ethanol by recombinant strain, Biochemical Engineering Journal, 28 (3), 243-255.
Kurakake M., W. Kisaka, K. Ouchi, T. Komaki (2001). Pretreatment with ammonia
water for enzymatic hydrolysis of corn husk, bagasse, and switchgrass, Applied
Biochemistry and Biotechnology, 90 (3), 251-259.
Ladisch M. R., K. W. Lin, M. Voloch, G. T. Tsao (1983). Process considerations in the
enzymatic hydrolysis of biomass, Enzyme and Microbial Technology, 5 (2), 82-102.
Lawford H., J. Rousseau (1991). Fuel ethanol from hardwood hemicellulose
hydrolysate by genetically engineered Escherichia coli B carrying genes from
Zymomonas mobilis, Biotechnology Letters, 13 (3), 191-196.
Lynd L. R., P. J. Weimer, W. H. van Zyl, I. S. Pretorius (2002). Microbial cellulose
utilization: fundamentals and biotechnology, Microbiology and Molecular Biology
Reviews, 66 (3), 506-577.
Mabee W. E., P. N. McFarlane, J. N. Saddler (2011). Biomass availability for
lignocellulosic ethanol production, Biomass and Bioenergy, 35 (11), 4519-4529.
Mabee W. E., J. N. Saddler (2010). Bioethanol from lignocellulosics: status and
perspectives in Canada, Bioresour Technol, 101 (13), 4806-4813.
MacDonald T., G. Yowell, M. McCormack (2001). Staff report. U.S. ethanol industry
production capacity outlook.
Maleszka R., A. P. James, H. Schneider (1983). Ethanol production from various sugars
by strains of Pachysolen tannophilus Bearing different numbers of chromosomes,
Journal of General Microbiology, 129, 2495-2500.

501

INT. J. BIOAUTOMATION, 2015, 19(4), 483-506

73.
74.

75.

76.

77.

78.

79.

80.

81.

82.

83.

84.

85.

86.

87.

88.

Mangat M. S. (1977). A kinetic study of enzymatic hydrolysis of cellulose, State
University of New York at Buffalo.
Marvin W. A., L. D. Schmidt, S. Benjaafar, D. G. Tiffany, P. Daoutidis (2012).
Economic optimization of a lignocellulosic biomass-to-ethanol supply chain, Chemical
Engineering Science, 67 (1), 68-79.
McMillan J. D. (1994). Pretreatment of Lignocellulosic Biomass. Enzymatic
Conversion of Biomass for Fuels Production, (Himmel M. E., J. O. Baker, R. P.
Overend, Eds.), American Chemical Society, Washington, DC, 292-324.
Millett M. A., A. J. Baker, L. D. Satter (1976). Physical and chemical pretreatments for
enhancing cellulose saccharification, Biotechnology and Bioengineering Symposium, 6,
125-153.
Moes C., I. Pretorius, W. van Zyl (1996). Cloning and expression of the Clostridium
thermosulfurogenes D-xylose isomerase gene (xyLA) in Saccharomyces cerevisiae,
Biotechnology Letters, 18 (3), 269-274.
Moore K. J., R. D. Hatfield (1994). Carbohydrates and forage quality. forage quality,
evaluation, and utilization, (Fahey G. C., Ed.), American Society of Agronomy, Crop
Science Society of America, Soil Science Society of America, Madison, WI, 229-280.
Mosier N., C. Wyman, B. Dale, R. Elander, Y. Y. Lee, M. Holtzapple, M. Ladisch
(2005). Features of promising technologies for pretreatment of lignocellulosic biomass,
Bioresour Technol, 96 (6), 673-686.
Naik S. N., V. V. Goud, P. K. Rout, A. K. Dalai (2010). Production of first and second
generation biofuels: a comprehensive review, Renewable and Sustainable Energy
Reviews, 14 (2), 578-597.
Neirinck L., R. Maleszka, H. Schneider (1982). Alcohol production from sugar mixtures
by Pachysolen tannophilus, 4th Symposium on Biotechnology in Energy Production and
Conservation, Biotechnology and Bioengineering Symposium, New York, John Wiley,
161-169.
Nguyen T. Y., C. M. Cai, R. Kumar, C. E. Wyman (2015). Co-solvent pretreatment
reduces costly enzyme requirements for high sugar and ethanol yields from
lignocellulosic biomass, Chem Sus Chem, 8, 1716-1725.
Ohta K., D. S. Beall, J. P. Mejia, K. T. Shanmugam, L. O. Ingram (1991). Genetic
improvement of Escherichia coli for ethanol production: chromosomal integration of
Zymomonas mobilis genes encoding pyruvate decarboxylase and alcohol dehydrogenase
II, Applied and Environmental Microbiology, 57 (4), 893-900.
Ortiz R., K. D. Sayre, B. Govaerts, R. Gupta, G. V. Subbarao, T. Ban, D. Hodson,
J. M. Dixon, J. Iván Ortiz-Monasterio, M. Reynolds (2008). Climate change: can wheat
beat the heat?, Agriculture, Ecosystems & Environment, 126 (1-2), 46-58.
Pordesimo L. O., B. R. Hames, S. Sokhansanj, W. C. Edens (2005). Variation in corn
stover composition and energy content with crop maturity, Biomass and Bioenergy, 28
(4), 366-374.
Reese E. T., R. G. Siu, H. S. Levinson (1950). The biological degradation of soluble
cellulose derivatives and its relationship to the mechanism of cellulose hydrolysis,
Journal of Bacteriology, 59 (4), 485-497.
Reshamwala S., B. Shawky, B. Dale (1995). Ethanol production from enzymatic
hydrolysates of AFEX-treated coastal bermudagrass and switchgrass, Applied
Biochemistry and Biotechnology, 51-52 (1), 43-55.
Robyt J. F. (1998). Essentials of carbohydrate chemistry. Springer Science & Business
Media.

502

INT. J. BIOAUTOMATION, 2015, 19(4), 483-506

89.

90.
91.
92.

93.

94.

95.
96.

97.

98.

99.
100.

101.
102.

103.

104.
105.

106.

Ryu D. D., S. B. Lee, T. Tassinari, C. Macy (1982). Effect of compression milling on
cellulose structure and on enzymatic hydrolysis kinetics, Biotechnology and
Bioengineering, 24 (5), 1047-1067.
Sarkanen K. V. (1970). Lignin. Handbook of pulp and paper technology, (Britt K. W.,
Ed.), Van Nostrand Reinhold, New York, 723.
Sarkar N., S. K. Ghosh, S. Bannerjee, K. Aikat (2012). Bioethanol production from
agricultural wastes: an overview, Renewable Energy, 37 (1), 19-27.
Sarthy A. V., B. L. McConaughy, Z. Lobo, J. A. Sundstrom, C. E. Furlong, B. D. Hall
(1987). Expression of the Escherichia coli xylose isomerase gene in Saccharomyces
cerevisiae, Applied and Environmental Microbiology, 53 (9), 1996-2000.
Sassner P., M. Galbe, G. Zacchi (2008). Techno-economic evaluation of bioethanol
production from three different lignocellulosic materials, Biomass and Bioenergy, 32
(5), 422-430.
Schneider H., R. Maleszka, L. Neirinck, I. A. Veliky, P. Y. Wang, Y. K. Chan (1983).
Ethanol production from D-xylose and several other carbohydrates by Pachysolen
tannophilus and other yeasts, Pentoses and Lignin, 27, 57-71.
Shafizadeh F., Y.-Z. Lai (1975). Thermal degradation of 2-deoxy-D-arabino-hexonic
acid and 3-deoxy-D-ribo-hexono-1,4-lactone, Carbohydrate Research, 42 (1), 39-53.
Singh A., D. Pant, N. E. Korres, A.-S. Nizami, S. Prasad, J. D. Murphy (2010).
Key issues in life cycle assessment of ethanol production from lignocellulosic biomass:
challenges and perspectives, Bioresource Technology, 101 (13), 5003-5012.
Slininger P. J., P. L. Bolen, C. P. Kurtzman (1987). Pachysolen tannophilus: properties
and process considerations for ethanol production from D-xylose, Enzyme and
Microbial Technology, 9 (1), 5-15.
Slininger P. J., R. J. Bothast, M. R. Okos, M. R. Ladisch (1985). Comparative
evaluation of ethanol production by xylose-fermenting yeasts presented high xylose
concentrations, Biotechnology Letters, 7 (6), 431-436.
Smiley K., P. Bolen (1982). Demonstration of D-xylose reductase and D-xylitol
dehydrogenase in Pachysolen tannophilus, Biotechnology Letters, 4 (9), 607-610.
Soccol C. R., L. P. Vandenberghe, A. B. Medeiros, S. G. Karp, M. Buckeridge,
L. P. Ramos, A. P. Pitarelo, V. Ferreira-Leitao, L. M. Gottschalk, M. A. Ferrara,
E. P. da Silva Bon, L. M. de Moraes, A. Araujo Jde, F. A. Torres (2010). Bioethanol
from lignocelluloses: status and perspectives in Brazil, Bioresource Technology, 101
(13), 4820-4825.
Sternberg D. (1976). Production of cellulase by Trichoderma, Biotechnology and
Bioengineering Symposium (6), 35-53.
Stevis P. E., N. W. Y. Ho (1985). Overproduction of D-xylose isomerase in Escherichia
coli by cloning the D-xylose isomerase gene, Enzyme and Microbial Technology, 7
(12), 592-596.
Sukumaran R. K., V. J. Surender, R. Sindhu, P. Binod, K. U. Janu, K. V. Sajna,
K. P. Rajasree, A. Pandey (2010). Lignocellulosic ethanol in India: prospects,
challenges and feedstock availability, Bioresource Technology, 101 (13), 4826-4833.
Sun Y., J. Cheng (2002). Hydrolysis of lignocellulosic materials for ethanol production:
a review, Bioresource Technology, 83 (1), 1-11.
Talebnia F., D. Karakashev, I. Angelidaki (2009). Production of bioethanol from wheat
straw: an overview on pretreatment, hydrolysis and fermentation, Bioresource
Technology, 101 (13), 4744-4753.
Teymouri F., L. Laureano-Perez, H. Alizadeh, B. E. Dale (2005). Optimization of the
ammonia fiber explosion (AFEX) treatment parameters for enzymatic hydrolysis of
corn stover, Bioresource Technology, 96 (18), 2014-2018.

503

INT. J. BIOAUTOMATION, 2015, 19(4), 483-506

107. Thring R. W., E. Chornet, R. P. Overend (1990). Recovery of a solvolytic lignin: effects
of spent liquor/acid volume ratio, acid concentration and temperature, Biomass, 23 (4),
289-305.
108. Velásquez-Arredondo H. I., A. A. Ruiz-Colorado, S. De Oliveira Junior (2010). Ethanol
production process from banana fruit and its lignocellulosic residues: energy analysis,
Energy, 35 (7), 3081-3087.
109. Vidal P. F., J. Molinier (1988). Ozonolysis of lignin – improvement of in vitro
digestibility of poplar sawdust, Biomass, 16 (1), 1-17.
110. Vlasenko E. Y., H. Ding, J. M. Labavitch, S. P. Shoemaker (1997). Enzymatic
hydrolysis of pretreated rice straw, Bioresource Technology, 59 (2-3), 109-119.
111. von Sivers M., G. Zacchi (1995). A techno-economical comparison of three processes
for the production of ethanol from pine, Bioresource Technology, 51 (1), 43-52.
112. Walfridsson M., X. Bao, M. Anderlund, G. Lilius, L. Bulow, B. Hahn-Hagerdal (1996).
Ethanolic fermentation of xylose with Saccharomyces cerevisiae harboring the Thermus
thermophilus xylA gene, which expresses an active xylose (glucose) isomerase, Applied
and Environmental Microbiology, 62 (12), 4648-4651.
113. Wheals A. E., L. C. Basso, D. M. G. Alves, H. V. Amorim (1999). Fuel ethanol after
25 years, Trends in Biotechnology, 17 (12), 482-487.
114. Wood B. E., D. S. Beall, L. O. Ingram (1997). Production of recombinant bacterial
endoglucanase as a co-product with ethanol during fermentation using derivatives of
Escherichia coli KO11, Biotechnology and Bioengineering, 55 (3), 547-555.
115. Wood B. E., L. O. Ingram (1992). Ethanol production from cellobiose, amorphous
cellulose, and crystalline cellulose by recombinant Klebsiella oxytoca containing
chromosomally integrated Zymomonas mobilis genes for ethanol production and
plasmids expressing thermostable cellulase genes from Clostridium thermocellum,
Applied and Environmental Microbiology, 58 (7), 2103-2110.
116. Wooley R., M. Ruth, D. Glassner, J. Sheehan (1999). Process design and costing of
bioethanol technology: a tool for determining the status and direction of research and
development, Biotechnology Progress, 15 (5), 794-803.
117. Wright J. D. (1988). Ethanol from biomass by enzymatic hydrolysis, Chemical
Engineering Progress, 84 (8), 62-74.
118. Wu Z., Y. Y. Lee (1997). Inhibition of the enzymatic hydrolysis of cellulose by ethanol,
Biotechnology Letters, 19 (10), 977-979.
119. Zhang M., Y. C. Chou, X. K. Lai, S. Milstrey, N. Danielson, A. Mohagheghi, K. Evans,
M. Finkelstein (1998). Recent advances in metabolic engineering of Zymomonas
mobilis for pentose utilization, SIM Annual Meeting, S65.
120. Zhang M., C. Eddy, K. Deanda, M. Finkelstein, S. Picataggio (1995). Metabolic
Engineering of a Pentose Metabolism Pathway in Ethanologenic Zymomonas mobilis,
Science, 267 (5195), 240-243.
121. Zhang Y. H., L. R. Lynd (2004). Toward an aggregated understanding of enzymatic
hydrolysis of cellulose: noncomplexed cellulase systems, Biotechnology and
Bioengineering, 88 (7), 797-824.
122. Zheng Y., H. Lin, G. T. Tsao (1998). Pretreatment for cellulose hydrolysis by carbon
dioxide explosion, Biotechnology Progress, 14 (6), 890-896.
123. Ziegler M. T., S. R. Thomas, K. J. Danna (2000). Accumulation of a thermostable endo1,4-ОІ-D-glucanase in the apoplast of Arabidopsis thaliana leaves, Molecular Breeding,
6 (1), 37-46.

504

INT. J. BIOAUTOMATION, 2015, 19(4), 483-506

Alexander Kroumov, Ph.D.
E-mail: adkrumov@gmail.com

Alexander Kroumov obtained his Ph.D. in the field of Technical
Sciences (1987) from D. I. Mendeleev Institute of Chemical
Technology, Moscow, Russia, Department of Cybernetics of
Chemical-Technology Processes, with a Ph.D. thesis titled
“Development of mathematical models and software for scale-up of
tower bioreactors”. Alexander Kroumov obtained B.Sc. and M.Sc.
degrees in Chemical Engineering (1979) from the Institute of
Chemical Engineering, Sofia, Bulgaria.
His scientific interests are in the field of green technologies,
bioprocess development and bioreactors/photobioreactors design. He
has multidisciplinary and international experience by executing many
projects in Brazil, and U.S.A.
His 55 published articles and patents were cited more than 180 times
in Scopus (h-index = 10).

Assist. Prof. Maya M. Zaharieva, Ph.D.
E-mail: zaharieva26@gmail.com

Assist. Prof. Maya M. Zaharieva, Ph.D. was born in 1975 in Kotel,
Bulgaria. She defended her Ph.D. thesis in 2008 at the Medical
University of Sofia.
Her scopes of interests are focused on toxicology and pharmacology
of synthesized or natural compounds of microalgal, bacterial fungal
and plant origin.
She has published 23 articles, including original articles, reviews
and book chapters, and participated in over 10 national and
international scientific projects. 105 citations of her papers have
been noted (h-index = 6) in Scopus.
She was supported by the Alexander von Humboldt Foundation for
the establishment of a scientific laboratory at The “Stephan
Angeloff” Institute of Microbiology, Bulgarian Academy of
Sciences.

505

INT. J. BIOAUTOMATION, 2015, 19(4), 483-506

Prof. Venko Beshkov, Ph.D., D.Sc.

Venko Beschkov, Ph.D., D.Sc., was born in 1946 in Sofia, Bulgaria.
He got Ph.D. in 1978 and D.Sc. degree in 1996 in Bulgarian
Academy of Sciences. His scopes of interests have been focused on
mass transfer processes in chemical and biochemical systems, on
chemical and biochemical reactors and on bioelectrochemical process
in the last years. He supervised 28 M.Sc. theses and 16 Ph.D. ones.
The main directions of his present interests are chemical and
biochemical processes for environment protection and for utilization
of renewable energy sources. He participates in 30 scientific projects,
supported by different sources, as well as in 18 applied projects.
The last project he was working on is “Hydrogen Production from
Black Sea Water by Sulfide-driven Fuel Cell”, financed by the FP7,
BS-ERA.NET Pilot Joint Call.
He has published over 170 scientific papers, 2 monographs,
4 chapters in Encyclopaedia of Life Supporting Systems and
2 chapters as invited author in selected issues. About 1100 citations
of his papers have been noted (h-index = 19, g-index = 30).
He has been a Head of the Institute of Chemical Engineering at the
Bulgarian Academy of Sciences for 21 years (1993/2014) and
Deputy-minister of environment (1991/92).

506

